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Supplementary Material 

 

Supplementary Figure S1. Collecting basidiospores of Grifola frondosa 
dikaryotic strains LMXY (A) and LMCZ (B). 

 

 

Supplementary Figure S2. Intensity signal heat map of the Hi-C chromosome.  
Note: ‘Lachesis Group’ (LG) stands for the chromosome. 



 

 

 

Supplementary Figure S3. Nuclear localization signal analysis of HD1 (A) 
and HD2 (B). 
Note: Horizontal red line depicts the chosen posterior threshold of 0.6. 

 



 

 

 



 

 

Supplementary Figure S4. Amino acid sequence alignments of HD1 (A), HD2 
(B) and PR (C).  

Note: A and B show parts of the alignment of HD1 and HD2, respectively; black boxes and red high-
lightings in C indicate approximate organization of transmembrane helix structures. 

 

 

Supplementary Figure S5. Structures of genes at Mate A loci. 



 

 

 

Supplementary Figure S6. Structures of the six pheromone receptor genes. 

 

 

Supplementary Figure S7. Transmembrane structure of the six pheromone 
receptors.A: PR1; B: PR2; C: PR3; D: PR4; E: PR5; F: PR6. 
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Supplementary Figure S8. The amino acid sequences of pheromone 
precursor proteins. 
Note: The conserved sequences are highlighted in yellow. 

 

 

Supplementary Figure S9. Gene structures of five pheromone precursor 
genes. 

 

 

Supplementary Figure S10. Synteny around the pheromone receptors and 
pheromone precursors of some edible fungi. 



 

 

 

Supplementary Figure S11. Synteny around the HD locus of some edible fungi. 

 


